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Due to a copyediting error, the autoradiogram images in Figure 1B were missing. The correct Figure 1 is displayed below.Figure 1. Inhibition of Translation by 5#UTR
and 3#UTR Bound SXL
(A) Schematic representation of the wild-
type msl-2 mRNA (3992 nt) and the minimal
reporter BSEF mRNA (375 nt). The SXL bind-
ing sites are denoted A to F (black ovals).
BSEF mRNA was derived by fusing 69 nt of
msl-2 5#UTR containing site B and 46 nt of
the msl-2 3#UTR including sites E and F to
a synthetic Flag-tag containing short open
reading frame (sORF) (Gebauer et al., 2003).
(B) BSEF (blue line), BmSEF (red line),
BS(EF)m (black line), and BmS(EF)m (orange
line) mRNAs were translated in Drosophila
embryo extract in the presence of increasing
amounts of GST-SXL (64 kDa) or GST-mRBD
(45 kDa) (BS(EF)m, green line). CAT mRNA
was cotranslated as an internal control.
35S-methionine-labeled translation products
were selected by immunoprecipitation with
α-Flag and α-CAT antibodies, resolved on a
15% denaturing polyacrylamide gel (upper
panels) and quantified by phosphorimaging
(lower panel). The Flag-sORF values were
corrected for CAT translation levels. Transla-
tion values were plotted as a percentage of
the translation activity obtained in the ab-
sence of recombinant protein against the
molar ratio of protein to mRNA. The results
from four independent experiments are
shown with an indication of experimental
variability. Black ovals represent SXL binding
sites; white ovals denote mutations thereof.
(C) RNA binding of SXL and mRBD to the
5#UTR B site. A gel mobility-shift experiment
was performed with increasing concentra-
tions of recombinant GST-SXL or GST-mRBD
and a 32P-labeled probe comprising the first
93 nucleotides of the BSEF-uAUG mRNA
(see Figure 3), including the wild-type site B.DOI: 10.1016/j.cell.2005.09.016
